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	36. Rizvi A, Karaesmen E, Preus L, McCarthy PL, Pasquini M, Singh S, Singh SK, Onel K, Zhu X, Spellman S, Haiman C, Stram DO, Pooler L, Sheng X, Zhu Q, Yan L, Liu Q, Hu Q, Liu S, Clay-Gilmour A, Battaglia S, Tritchler D, Hahn T, Sucheston-Campbell LE. Novel genetic associations with day +100 transplant related mortality after HLA- Matched Unrelated Donor Blood and Marrow Transplantation (DISCOVeRY-BMT). BMT-Tandem Meeting 2018.  doi.org/10.1016/j.bbmt.2017.12.625 (Poster)

	

	37. Breitenstein MK**, Clay AI, Weinshilboum RM, Nair KS, Kaddurah-Daouk RF, Wang L. (**First and last author) WARS2 implicated as a common modifier of metformin metabolite signals in a biobank cohort. Accepted for presentation at Pacific Symposium on Biocomputing 2017.  https://psb.stanford.edu/previous/psb17/conference-materials/abstractbook.pdf. (Poster)

	

	38. Clay AI, Rishi A, Kumar S, Rajkumar S, Greenberg A, Larson D, O'Byrne MM, Slager SL, Vachon CM. Risk of Monoclonal Gammopathy of Undetermined Significance (MGUS) in First Degree Relatives of Multiple Myeloma (MM) Cases by Cytogenetic Subtype. Myeloma: Biology and Pathophysiology, excluding Therapy: Poster III. American Society of Hematology; 2016 December 3; San Diego, CA, United States. c00.  doi.org/10.1182/blood.V128.22.4425.4425  (Poster)

	

	39. Clay AI, Hahn T, Zhu Q, Yan Li, Preus Leah, Stram D, Haiman C, Pooler L, Sheng Xin, Onel K, Liu Qian, Hu Q, Liu Song, Zhu X, Spellman S, Pasquini M, McCarthy P, Sucheston-Campbell L. Exome Array Analyses Identify Low-Frequency Germline Variants Associated with Increased Risk of AML in a HLA-Matched Unrelated Donor Blood and Marrow Transplant Population. Session #: 617. Acute Myeloid Leukemia: Biology, Cytogenetics, and Molecular Markers in Diagnosis and Prognosis: Genomic Discoveries in Myeloid Leukemogenesis. American Society of Hematology; 2016 December 03; San Diego, CA, United States. c 00.  10.1182/blood.V128.22.42.42 (Poster)

	

	40. Zhu Q, Yan L, Hu Q, Preus L, Clay AI, Onel K, Stram D, Pooler L, Sheng X, Haiman C, Zhu X, Spellman S, Pasquini M, McCarthy P, Liu S, Hahn T, Sucheston-Campbell LE. Exome Array Analyses Identify New Genes Influencing Survival Outcomes after HLA-Matched Unrelated Donor Blood and Marrow Transplantation. Session: 732. Clinical Allogeneic Transplantation: Results: Allogeneic HCT: Predictors of Relapse, Non-Relapse Mortality, and Overall Survival. American Society of Hematology; 2016 December 3; San Diego, CA, United States. c00.  doi.org/10.1182/blood.V128.22.518.518 (Oral)

	

	41. Sucheston-Campbell LE, Preus L, Spellman S, Pasquini MC, McCarthy PL, Onel K, Zhu X,  Haiman C, Stram DO, Pooler L, Sheng X, Zhu Q, Yan L, Liu Q, Hu Q, Liu S, Clay A, Battaglia S, Hahn TE.  Functional single nucleotide polymorphisms (SNPs) in the major histocompatibility complex (MHC) class II region are associated with overall survival (OS) after HLA matched…Biology of Blood and Marrow Transplantation 22 (3), S72-S73.  doi.org/10.1016/j.bbmt.2015.11.365 (Oral)

	

	42. Karaesmen E, Rizvi A, Zhu Q, Yan L, Liu Q, Hu Q, Preus L, Clay AI, Liu S, Stram D, Pooler L, Sheng X, Haiman C, Zhu X, Spellman S, Pasquini M, McCarthy P, Hahn T, Sucheston-Campbell LE. Replication of Candidate SNP Survival Analyses and Gene-Based Tests of Association with Survival Outcomes after an Unrelated Donor Blood or Marrow Transplant: Results from the Discovery-BMT Study. Session: 732. Clinical Allogeneic Transplantation: Results: Predicting Outcome. American Society of Hematology; 2016 December 3; San Diego, CA, United States. c00.  doi.org/10.1182/blood.V128.22.71.71 (Oral)

	

	43. Clay AI, Hahn T, Preus L, Zhu Q, Yan Li, Liu Q, Hu Q, Liu Song, Ambrosone CB, Zhu X, Haiman C, Stram D, Pooler L, Sheng X, Tritchler D, Battaglia S, Weisdorf D, Spellman S, Pasquini M, McCarthy PM, Onel K, Sucheston-Campbell L. Evidence for Heterogeneous Genetic Associations with Acute Lymphoblastic Leukemia (ALL) By Cytogenetics and Sex in High-Risk Patients Treated with Matched Unrelated Donor Allogeneic Blood or Marrow Transplant (URD-BMT). Session: 618. Acute Lymphoblastic Leukemia: Biology, Cytogenetics and Molecular Markers in Diagnosis and Prognosis: Poster II. American Society of Hematology: Blood 2015: 126:2621; 2015 December 05; Orlando, FL, United States. c 00 . doi.org/10.1182/blood.V126.23.2621.2621 (Poster)

	

	44. Clay AI, Hahn T, Preus L, Zhu Q, Yan Li, Liu Q, Hu Q, Liu Song, Ambrosone CB, Zhu X, Haiman C, Stram D, Pooler L, Sheng X, Tritchler D, Battaglia S, Weisdorf D, Spellman S, Pasquini M, McCarthy PM, Onel K, Sucheston-Campbell L. The genetic contribution to risk of Acute Lymphoblastic Leukemia (ALL) differs across the lifespan in patients treated with unrelated donor allogeneic hematopoietic cell transplant (URD-HCT). American Society of Human Genetics-Cancer Genetics-2602T. Oct. 6-10, 2015. Baltimore, MD.  (Poster)

	

	45. Hahn T, Preus L, McCarthy P, Pasquini M, Onel K, Zhu X, Spellman S, Haiman C, Stram D, Pooler L, Sheng X, Zhu Q, Yan L, Liu Q, Hu Q, Liu S, Clay AI, Battaglia S, Tritchler D, Sucheston-Campbell LE. Genome-Wide Association Study of Overall and Progression-Free Survival after HLA-Matched Unrelated Donor Blood and Marrow Transplantation (DISCOVeRY-BMT study). Session: 732. Clinical Allogeneic Transplantation: Results: New Insights into the Biology of Allogeneic Transplantation. American Society of Hematology; 2015 December 5; Orlando, FL, United States. c00.  doi.org/10.1182/blood.V126.23.397.397 (Oral)

	

	46. Sucheston-Campbell LE, Preus L, Pasquini M, McCarthy PL, Onel K, Zhu X, Spellman S, Haiman C, Stram D, Pooler L, Sheng X, Zhu Q, Yan L, Liu Q, Hu Q, Liu S, Clay AI, Battaglia S, Tritchler D, Hahn T. Combined Donor and Recipient Non-HLA Genotypes Show Evidence of Genome Wide Association with Transplant Related Mortality (TRM) after HLA-Matched Unrelated Donor Blood and Marrow Transplantation (URD-BMT) (DISCOVeRY-BMT study). Session: 732. Clinical Allogeneic Transplantation: Results I. American Society of Hematology: Blood 2015: 126:61; 2015 December 5; Orlando, FL, United States. c00.   doi.org/10.1182/blood.V126.23.61.61 (Oral)

	

	47. Clay A, Peoples B, Ross L,  Moysich K, Zhang Y, PL McCarthy, Hahn T. Patterns of Referral for, and Utilization of, Blood and Marrow Transplantation (BMT) By Race. The combined annual meetings of CIBMTR and the American Society of Blood and Marrow Transplantation (ASBMT). Abstracts / Biol Blood Marrow Transplant 20. S104eS127. Feb 2014. Grapevine, TX.   doi.org/10.1016/j.bbmt.2013.12.158 (Poster)

	

	48. Clay A, Shellman Y, Norris S. University of Colorado Cancer Research Fellowship Program Third Annual Poster Session.  The effects of inhibiting MEK or PI3K pathways on expressions of the Bcl-2 family members in melanoma cells. July 2009. Aurora, CO.  (Poster)


__________________________________________________________________________________________________
INVITED TALKS & MODERATOR ROLES

 Internal 

1. “Genetic Epidemiology & Infectious Disease”. University of South Carolina, Center of Infectious Disease. Columbia, SC. 2024

2.  Extending Genome Wide Association Studies of Multiple Myeloma to Elicit Clues to Etiology”. University of South Carolina, Department of Epidemiology & Biostatistics Seminar. Columbia, SC. 2019 

3. “Research Overview and Collaborations”. Prisma Health Embedded Research Meeting. Virtual. Greenville, SC. 2021. (Invited Talk)

4. “Research Overview”. Prisma Health: Biomedical Science Faculty Seminar. Virtual. 2020 (Invited Talk)

5. “ Genetic Epidemiology & Epigenetics to Inform Clinical Practice”.  Prisma Health: Health Science Research Seminar. Virtual. 2020 (Invited Talk)

6. “Adult-Acute Lymphoblastic Leukemia Registry”. Mayo Clinic: Acute Leukemia / MDS Clinical Disease Orient Group Meeting. Rochester, MN. 2017 (Invited Talk)

7. “Genetic association with B-cell Acute Lymphoblastic Leukemia in Allogeneic Transplant patients differs by age and sex”.  Roswell Park Cancer Institute-Institutional Science Retreat. Geneseo, NY. 2016 (Invited Talk)

 External

1. “Transcriptome-wide association study in Chronic Lymphocytic Leukemia”. InterLymph Annual Meeting 2024. Genetics Working Group. Stillwater, MN. June 2024. (Invited Talk)

2. “Implications for PRS in MGUS”. 20th Annual Genetic Epidemiology of CLL (GEC) Meeting 2023:
Precancer in lymphoid malignancies: risk, clinical outcomes, and comorbidities. Fairmont Le Chateau Frontenac, Quebec City, Quebec Canada.  November 13-15, 2023. (Invited Talk)

3. “Lessons Learned: UK Biobank from a Lymphoma Perspective & UKBB-CanR Package”. InterLymph Annual Meeting 2023. Pathology & Survival Working Group. World Health Organization (WHO) in Lyon, France. Monday June 12, 2023. (Invited Talk)

4. “Publicly Available Genomic Datasets in Lymphoma”. InterLymph Annual Meeting: Associate Member Council Session. Virtual. June 2022. (Invited Talk & Session Moderator)

5. International Lymphoma Epidemiology Consortium (InterLymph) Annual Meeting 2022. Sessions: Associate Member Council & Myeloma Working Group. Virtual. June 2022. (Sessions Moderator)

6. “COVID-19 Variants”. American College Health Association. Virtual. 2021 (Invited Talk)

7. “InterLymph Multiple Myeloma Working Group”. IMMEnSE Virtual Meeting 2021 (Invited Talk)

8. “CoMMpass Data”. International Lymphoma Epidemiology Consortium (InterLymph). Myeloma Working Group Monthly Meeting. Virtual. 2020 (Invited Talk)

9. “Associations between a polygenic risk score and risk of multiple myeloma and its precursor”.  American Association of Cancer (AACR) Research Conference.  Mini Symposium Session Title: Exposures and Genetics in Cancer Risk. Atlanta, Georgia. 2019 (Invited Talk)

10. Extending Genome Wide Association Studies of Multiple Myeloma to Elicit Clues to Etiology”. 60th Annual American Society Hematology Conference: Molecular Epidemiology Workshop. San Diego, California. 2018 (Invited Talk)

11. “Linkage analysis in Multiple Myeloma Families from the Multiple Myeloma Family Working Group”. Family Genetics Workshop: The Ohio State University. Columbus, OH. 2018 (Invited Talk)

12. International Lymphoma Epidemiology Consortium (InterLymph) Annual Meeting 2018. Session: Working Group. Virtual. June 2018. (Session Co-Moderator)

13. “Exome Array Analyses Identify Low-Frequency Germline Variants Associated with Increased Risk of AML in a HLA-Matched Unrelated Donor Blood and Marrow Transplant Population”. 58th American Society of Hematology (ASH) Annual Meeting and Exposition. San Diego, CA. 2016 (Invited Talk)

14. “Large-scale linkage analysis of Multiple Myeloma Families”. Multiple Myeloma Family Consortium Meeting. Amelia Island, FL. 2016. (Invited Talk)

15. “Genetic association with B-cell Acute Lymphoblastic Leukemia in Allogeneic Transplant patients differs by age and sex”. University of Chicago-Department of Medicine Seminar. Invited by: Dr. Ken Onel. Chicago, IL. 2016 (Invited Talk)

16. “Genetic association with B-cell Acute Lymphoblastic Leukemia in Allogeneic Transplant patients differs by age and sex”. Mayo Clinic Division of Epidemiology Seminar. Invited by: Dr. Celine Vachon. Rochester, MN. 2016 (Invited Talk)

17. “Genetic association with B-cell Acute Lymphoblastic Leukemia in Allogeneic Transplant patients differs by age and sex”. National Human Genome Research Institute (NHGRI). Invited by: Dr. Joan Bailey-Wilson. Baltimore, MD. 2016 (Invited Talk)

18. “Genetic association with B-cell Acute Lymphoblastic Leukemia in Allogeneic Transplant patients differs by age and sex”. University of Southern California Seminar. Invited by: Dr. Chris Haiman. Los Angeles, CA. 2016 (Invited Talk)

19. “Genetic association with B-cell Acute Lymphoblastic Leukemia in Allogeneic Transplant patients differs by age and sex”. The Ohio State University Byrd Lab Seminar. Invited by: Dr. John Byrd. Columbus, OH. 2016 (Invited Talk)
__________________________________________________________________________________________________
TEACHING

Courses taught at The University of South Carolina

	Fundamentals of Genetic Epidemiology (EPID 777; 3 Credit)  

	2021-

	Fundamentals of Epidemiology (EPID 701; 3 Credit)  

	2020-

	Epidemiology Doctoral Seminar (EPID 845A; 1 Credit)  

	2020


Guest lectures

	Advanced Analytic Methods in Epidemiology (EPID 801), Topic: Mendelian randomization, University of South Carolina, Graduate

	2024
2023

	Grant Writing and Review Panel (EPID 802), Topic: The Art of Writing Successful Grants, University of South Carolina, Graduate/EPID 

	2023

	Cancer Epidemiology (746), Topic: Hematologic Malignancies, University of South Carolina, Graduate

	2023
2022

	Infectious Disease Epidemiology (EPID 349), Topic: Genetic Epidemiology, University of South Carolina, Undergraduate

	2022
2021
2020

	Public Health Surveillance (EPID 730), Topic: Genomics, University of South Carolina, Undergraduate

	2021

	Principles of Epidemiology (EPID 410), Topic: Genetic Epidemiology, University of South Carolina, Undergraduate

	2020
2019

	Cellular Biophysics (BPR 577), Topic: Genome-wide association studies, Roswell Park Cancer Center, Graduate

	2015

	Fundamentals of Genetic Epidemiology (SPM 604), Topic: Genome-wide Association Studies, Social and Preventive Medicine, State University of New York at Buffalo, Graduate
	2014



Other teaching experience

	InSciEd Out, Speed Date a Scientist, Mayo Clinic, Middle School

	2016-2019


	Cancer Pathology & Prevention Epidemiology Preliminary Exam, Roswell Park Cancer Institute, Graduate
	2013-2016



__________________________________________________________________________________________________
MENTORSHIP & ADVISING

Dissertation Committee Chair

	Nadine El Kalach, University of South Carolina
	2024-

	
	

	Pankhil Shah, PhD, Epidemiology, University of South Carolina

	2021-


	Angel Earle, PhD, Epidemiology, University of South Carolina

	2020-


	Brittany Crawford, PhD (awarded), BBIP Trainee, Epidemiology, University of South Carolina
	2020-2023



Master’s Thesis Committee Chair

	Nadine El Kalach, MS, Epidemiology, University of South Carolina

	2022-2024


	Hannah Dice, MS, Epidemiology, University of South Carolina

	2022-2024


	Avery Ulrich, MS (awarded), Epidemiology, University of South Carolina
	2020-2022



Undergraduate Thesis Committee Chair and/or Mentor

	Ella Masek, BS, Recipient of Honors College Research Grant & Magellan Scholar Award (2023-2024), Honors College, University of South Carolina

	2022-


	Paige Beans, BS (awarded), Honors College, University of South Carolina

	2021-2023

	Morgan Aitchison, BS (awarded), Honors College, University of South Carolina

	2022-2023


	Samantha Go,  BS (awarded), Honors College, University of South Carolina 

	2021-2022

	Sophia Valeo, BS (awarded), Magellan Scholar, University of South Carolina

	2020-2022

	Nabeeha Khan, BS (awarded), Honors College, University of South Carolina 

	2020-2022

	Madison Bessonny, BS (awarded), Exercise Science, University of South Carolina
	2019-2020



Doctoral Dissertation Committee Member

	Maxwell Akonde, PhD, Epidemiology, University of South Carolina

	2022-

	Prema Bhattachari, PhD (awarded), Epidemiology, University of South Carolina

	2021-2024


	Longgang Zhao, PhD (awarded), Epidemiology, University of South Carolina

	2021-2023

	Hancong Tang, PhD (awarded), Pharmaceutical Sciences, The Ohio State University
	2020-2022



Masters Thesis Committee Member

	Daba Seck, MS, Epidemiology, University of South Carolina

	2022-2024


Teaching Practicum Mentor

	Aisha Alkandari, EPID 701, University of South Carolina
	2024

	
	

	Ali Alshayhan, EPID 701, University of South Carolina
	2024

	
	

	Jessica Sainyo, EPID 701, University of South Carolina

	2023

	Angel Earle, EPID 701, University of South Carolina

	2022


	Kyndall Breuller, EPID 701, University of South Carolina

	2021

	Samual Gavi, EPID 701, University of South Carolina

	2021

	Daniel Brown, EPID 701, University of South Carolina

	2020

	Kokou (Elom) Volley, EPID 701, University of South Carolina
	2020



Clinical Fellow Research Mentor

	Wes Smith, DO, Prisma Health Residency Program
	2019-2022



__________________________________________________________________________________________________

RESEARCH FUNDING (Grants and Contracts)

Current-External

Title: U01: Impact of Genetic susceptibility along the continuum from MGUS to MM (MPIs: Vachon, Brown, Chui)
Date: 5/01/2022 - 04/30/2027
Funder: NIH/NCI
Award Number: U01-CA271014
Total Cost: $154,569
Role: Co-PI 
Objectives: To identify the genetic variations that predispose individuals to development of MGUS and those that are associated with increased risk of progression to MM and understand how these differ based on race, in order to help inform a targeted screening approach that in the long run will allow earlier intervention and eventual prevention of active MM.

Title: U01: InterLymph Consortium: interrogating pleiotropy and gene by environment interactions among hematopoietic malignancies. (MPI: Clay-Gilmour, McKay, Wang, Hjalgrim)
Date: 7/1/2021-6/30/2026
Funder: NIH/NCI
Award Number: U01-CA257679
Total Cost: $549,127 
Role: PI 
Objectives: The major goals of this project are to leverage the InterLymph Consortium genotyping and phenotyping data to perform the largest genetic variants association studies with risk and gene-environment interactions of lymphoma subtypes to date.

Title: R01: Multi-ethnic high-throughput study to identify novel non-HLA genetic contributors to mortality after blood and marrow transplantation (MPI: Hahn, Zhu, Clay-Gilmour)
Date: 8/1/2021-7/31/2026
Funder: NIH/NCI
Award Number: R01-CA262899
Total Cost: $593,025 
Role: PI
Objectives: The major goals of this project are to deepen our understanding of non-HLA genetic contributors to BMT mortality and to build the clinical-genomic prognostic models to translate such understanding into clinical practice.

Title: Loan Repayment Program Grant: Genetic Epidemiology of B-cell Malignancies: Identification of Pleiotropy and Shared Heritability. 
Date: 7/1/2023-11/1/2024
Funder: NIH / Loan Repayment Program Renewal (Clinical-External)
Award Number: 2 L30 CA220780-03A1
Total Cost: $25,000
Role: PI
Objectives: Genetic epidemiology of B-cell malignancies, focusing on the identification of pleiotropy and shared heritability.

Current-Internal

Title: The University of South Carolina Infectious Disease Translational Research Center (PI: Nolan)
Date: 08/15/2023 - 08/15/2027
Funder: USC Office of the Vice President for Research
Award Number: 115200-23-63111 (USCera)
Total Cost: $2,000,000
Role: Co-I 

Title: Assessment of platelet activating factor’s impact on gene expression during sea urchin embryo development
Date: 09/01/2023 - 08/31/2024
Funder: SC INBRE
Award Number: 160000-23-64578 (USCera)
Total Cost: $10,000
Role: Co-PI
Objectives: to assess the impact of PAF on gene transcription during early embryo development by using Lytechinus variegatus, the short spined sea urchin.

Title: University of South Carolina Honors College Research Grant: Ella Masek (Undergraduate Student)
Date: 5/2023-5/2024
Funder: University of South Carolina Honors College
Award Number: G43644863
Total Cost: $3000
Role: Principal Investigator (PI) 
Objectives: This project is focused on the shared association between lymphomas, myelomas, and diabetes. Specifically, targeting shared genetic variants contributing to a polygenic susceptibility model.

Completed-External

Title: Loan Repayment Program Grant: Genetic Epidemiology of Exceptional Survivors with Acute Leukemia who received blood and marrow transplantation
Date: 07/01/2020 - 06/30/2021
Funder: NIH / Loan Repayment Program Renewal (Clinical-External)
Award Number: 2L30CA220780-02
Total Cost: $43,054.02
Role: PI
Objectives: Elucidate novel genetic variants associated with inherited genetic predisposition to exceptional survivors compared to poor survivors.

Title: Analysis of COVID-19 in Prisma Health staff and patients: Monitoring the virus landscape and progression
Date: 05/15/2020 - 12/31/2021
Funder: University of South Carolina: The Office of Research: COVID-19 Research Initiative
Award Number: 111100-20-54068 (USCera)
Total Costs: $25,000
Role: Co-I
Objectives: COVID-19 viral monitoring of genetic landscape and disease progression.
Prisma Health System Transformative Research Grant

Title: Prisma Health System CCDR Seed Grant: Changes in exosomal urinary MicroRNA expression in obese children as an early biomarker for chronic kidney disease
Date: 04/01/2020 - 03/31/2021
Funder: Prisma Health System
Award Number: 115200-20-52738 (USCera)
Total Costs: $20,000 
Role: PI (MPI: Clay-Gilmour, Garimella)
Objectives:  Identify changes in exosomal urinary microRNA expression in obese pediatric population with chronic kidney disease- a collaboration with USC, Prisma, & Clemson.

Title: Prisma Health System CCDR Seed Grant: Clinical applicability of proposed algorithm for hematologic genetic screening of patients diagnosed with myeloid malignancies and aplastic anemia in a community-based hospital
Date: 03/02/2020 - 03/31/2021
Funder: Prisma Health System
Award Number: 115200-20-52736 (USCera)
Total Costs: $20,000
Role: PI (MPI: Cull, Saha, Clay-Gilmour)
Objectives: Utilize in clinic survey designed to screen for predisposition and risk of myeloid malignancies and aplastic anemia in Prisma health system.

Title: Loan Repayment Program Grant: Examining family history and genetic variants contributing to risk, etiology, and heredity of Multiple Myeloma (MM) and Monoclonal Gammopathy of Undetermined Significance (MGUS)
Date: 07/01/2017 - 06/30/2019
Funder: NIH / Loan Repayment Program Renewal (Clinical-External)
Award Number: 1L30CA220780-01
Total Costs: $70,000
Role: Mentored Investigator (Mentor: Celine Vachon, Ph.D.)
Objectives: Study genetic and molecular epidemiology of Multiple Myeloma and MGUS (precursor disease).

Title: Mayo Clinic in the Cancer Genetic and Molecular Epidemiology training program (R25)
Date: 5/2016-7/2019
Funder: NIH/NCI
Award Number: 5R25CA092049-12
Total Costs for Budget Period: N/A
Role: Trainee

Completed-Internal

Title: Magellan Journey Award: Ella Masek (Undergraduate Student)
Date: 9/2022
Funder: University of South Carolina- Office of Research
Award Number: G43644863
Total Cost: $1000
Role: Principal Investigator (PI) 
Objectives: This project is focused on the shared association between lymphomas, myelomas, and diabetes. Specifically, targeting shared genetic variants contributing to a polygenic susceptibility model.

Title: Magellan Award: Sophia Valeo (Undergraduate Scholar Award)
Date: 5/2021-5/2022
Funder: University of South Carolina
Award Number: 115200-21-57171 (USCera)
Total Cost: $2700
Role: Principal Investigator (PI) 
Objectives: Genetic association of Thalassemia germline variants on the risk of Acute Myeloid Leukemia.
__________________________________________________________________________________________________
MEDIA

1. Carolina News and Reporter:  “Coronavirus variant detected in SC; vaccines still effective”.  Feb 4, 2021. https://carolinanewsandreporter.cic.sc.edu/coronavirus-variant-detected-in-sc-vaccines-still-effective/

2. Spotlight Story: ASPPH Friday Newsletter- Member Story. 2020.  https://aspph.cmail20.com/ 

3. WIS News 10: “What experts are learning about COVID-19”. 2020.  https://www.wistv.com/2020/05/12/what-experts-are-learning-about-covid-/

4. University of South Carolina: New Faculty Highlight: “Genetic epidemiologist Alyssa Clay-Gilmour joins Greenville campus, bolstering Arnold School’s cancer expertise”.  2019. https://www.sc.edu/study/colleges_schools/public_health/about/news/2019/alyssa_clay-gilmour.php#.XycDPhNKgpY

5. The Myeloma Beacon- “Researchers Shed More Light On Risk Of MGUS In Close Relatives Of People With Multiple Myeloma”.  2018.  https://myelomabeacon.org/news/2018/10/09/risk-of-mgus-in-close-relatives-of-multiple-myeloma-patients/
__________________________________________________________________________________________________
PROFESSIONAL DEVELOPMENT AND CERTIFICATIONS

 Internal

	1. “Mental Health and Well-being Competency Certificate”: Courses: Support Zone Training Part 1, Support Zone Training Part 2, Resilience in the Classroom, Recovery Ally. Center of Teaching Excellence, University of South Carolina

	2024


	2. “Addressing Common Violations”, Center for Teaching Excellence , University of South Carolina 

	2023

	3. “Overcoming Apathy & Maintaining Student Motivation”, Center for Teaching Excellence , University of South Carolina

	2023

	4. University of South Carolina: Research Computing Workshops 

	2021-2024

	5. “Preventing Harassment and Discrimination”: Supervisors with Title IX/Clery Module. University of South Carolina

	2021

	6. Carolina On-line Learning and Teaching (COLT) Program certificate. Center for Teaching Excellence. University of South Carolina.

	2020

	7. Big Data Workshop: University of South Carolina

	2020

	8. NIH Boot Camp: Arnold School of Public Health, University of South Carolina
	2019



 External

	1.  DNANexus: Series of webinars; UK Biobank Research Analysis Platform

	2023-

	2. InterLymph Associate Member Council Webinars

	2023-

	3. American Society of Hematology Scientific Workshop (Remote)

	2020


	4. CIHR Institute of Gender and Health-Sex and Gender in Primary Data Certification

	2020

	5. HIPAA Regulation Training

	     2020-

	6. CITI Biomedical Responsible Conduct of Research

	2020-

	7. CITI Human Research (social/behavioral/humanistic)

	2020-

	8. EMR Health Record Training

	2020-

	9. New Faculty Academy

	2019-

	10. Family Genetics Workshop- The Ohio State University 

	2018

	11. AACR Integrative Molecular Epidemiology Workshop

	 2017-2019

	12. AACR Annual Meeting Grant Writing Workshop

	2017

	13. Writing for Biomedical Publication, CCaTS Annual Workshop, Mayo Clinic, Rochester, MN

	2017

	14. American Society of Hematology: Integrative Clinical and Molecular Epidemiology of Hematologic Malignancies

	 2016-2017

	15. CCaTS: Writing a Winning Grant Workshop, Mayo Clinic, Rochester, MN

	2016

	16. 4th Short Course: Next-Generation Sequencing: Technology & Statistical Methods: University of Alabama Birmingham

	2014

	17. Advanced Gene Mapping Course, The Rockefeller University

	2013

	18. OICR Advanced Topics in Genome-Wide Association Studies Workshop, University of Toronto

	2013

	
	







